This cell line was deposited as a cell line derived from the African green monkey.

At the time of deposit, the African green monkey was included in the aethiops group of the genus Cercopithecus,
but later, based on morphological and genetic studies, it was separated from Cercopithecus and is now classified
In the genus Chlorocebus. Although the taxonomy of the African green monkey is controversial, the [IUCN Red
List of Threatened Species also follows a taxonomy of six or more animal species. 12

RIKEN CELL BANK performed mitochondrial Cytochrome C Oxidase Subunit 1 (COIl) DNA barcoding
analysis 3 on all cell lines deposited as the African green monkey and confirmed that those cell lines were derived
from three different animal species; Vervet monkey, Green monkey and Grivet monkey. Please refer to the next

page.

Please also refer to the following documents for animal species identification of the African green monkey-
derived cell lines. 4°
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COI DNA Barcoding results of the African green monkey cell lines

Information at the time of
cell line deposition

DNA Barcoding Results for COI gene (658bp)

Reference mitogenome

Cell No Cell Name Animal species name scientific name Animal species name scientific name identity (%) accession
RCB0994 | MA104 African green monkey Cercopithecus aethiops Vervet monkey Chlorocebus pygerythrus 100 MT481926.1
RCB0O001 |Vero African green monkey Cercopithecus aethiops Green monkey Chlorocebus sabaeus 99.7 EF597503.1
RCB0272 |Vero-317 African green monkey Cercopithecus aethiops Green monkey Chlorocebus sabaeus 99.7 EF597503.1
RCB0706 |Verots S3(SF) | African green monkey Cercopithecus aethiops Green monkey Chlorocebus sabaeus 99.7 EF597503.1
RCB0707 |Verots S3 African green monkey Cercopithecus aethiops Green monkey Chlorocebus sabaeus 99.7 EF597503.1
RCB0143 |COS-1 African green monkey Cercopithecus aethiops Grivet monkey Chlorocebus aethiops 100 MN816163.1
RCB0160 |CV-1 African green monkey Cercopithecus aethiops Grivet monkey Chlorocebus aethiops 100 MN816163.1
RCB0539 |COS-7 African green monkey Cercopithecus aethiops Grivet monkey Chlorocebus aethiops 100 MN816163.1
RCB1374 |1-8 African green monkey Cercopithecus aethiops Grivet monkey Chlorocebus aethiops 100 MN816163.1
RCB1375 |2-2 African green monkey Cercopithecus aethiops Grivet monkey Chlorocebus aethiops 100 MN816163.1
RCB1376 |2-7 African green monkey Cercopithecus aethiops Grivet monkey Chlorocebus aethiops 100 MN816163.1
RCB2814 | COS/Fucci African green monkey Cercopithecus aethiops Grivet monkey Chlorocebus aethiops 100 MN816163.1
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Comparison of COI sequences (cell lines derived from monkeys of the genus Chlorocebus)
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Molecular phylogenetic tree estimation
by maximum likelthood method using

COI gene sequences.
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Figure. Molecular Phylogenetic analysis by Maximum Likelihood method

The tree with the highest log ikeihood (-2753.74) is shown. The percentage of trees in which the associated taxa clustered
together is shown next to the branches. Iniial tree(s) for the heuristic search were obtained automatcall by applying Neighbor-

and then selecting the topology with superior log fikelihood value. A discrete Gamma distibution was used to model evolutionary
rate differences among sites (5 categories (+G, parameter = 0.4949)). The tree is drawn to scale, with branch lengths meastred
in the number of subsituions per ste. The analysis involved 57 nucleotide sequences. Codon posiions included were
1st+2nd+3rd+Noncoding. All positions containing gaps and missing data were eiminated. There were a total of 650 posiions in
the final dataset. Evoluionary analyses were conducted in MEGAT [2].
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The evolutionary history ws inferred by using the Maximum Likeihood method based on the Hasegawe-Kistino-Yano model [1].

Join and BioNy algorithms to a matrix of pairwise distances estimated using the Maximum Composite Likeihood (MCL) approach,
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